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TRANSMITTAL LETTER 

To the Commissioner of Patents and Trademarks 
Washington, D.C. 20231 

Dear Sir: 

In response to the Notice to Comply with Sequence Rules 
dated January 30, 2001, Enclosed please find the following 

documents : 

1. A copy of the Notice to Comply with 
Requirements for Patent Applications Containing 
Nucleotide Sequence and/or Amino Acid Sequence 
Disclosures (7 pages) ; 

2. Computer readable copy of the "Sequence 
Listing" ; 

3. Paper copy of "Sequence Listing" (9 pages); 

4 . Statement that the Content of the paper and 
computer readable copies are the same and 
include no new matter (2 pages) . 



CERTIFICATE OF MAILING (37 CF.R. § 1.8(a)) 

I hereby certify that this Transmittal Letter is being deposited with 
the United States Postal Service on the date shown below with sufficient 
postage as first class mail in an envelope addressed to the Ass: 
Commissioner for Patents, Washington, D.C. 20231, t thisi 23rd 
February, 2001. 
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Notice to Comply fQ 2 8 200^ 

o 



Application No. 
09/380.419 



Examiner 

Jeanine Enewold Goldberg 



Applicant(s) 
ROTHSCHILD ETAL 



Art Unit 
1655 



NOTICE TO COMPLY WITH RECftJlKHfi^TS FOR PATENT APPLICATIONS CONTAINING 
NUCLEOTIDE SEQUENCE AND/OR AMINO ACID SEQUENCE DISCLOSURES 

Applicant must file the items indicated below within the time period set the Office action to which the Notice is attached to 
avoid abandonment under 35 U.S.C. § 133 (extensions of time may be obtained under the provisions of 37 CFR 1.136(a)). 

The nucleotide and/or amino acid sequence disclosure contained in this application does not comply with the requirements 
for such a disclosure as set forth in 37 C.F.R. 1 .821 - 1.825 for the following reason(s): 

□ 1 This application clearly fails to comply with the requirements of 37 C.F.R. 1 .821-1 .825. Applicant's attention is 
directed to the final rulemaking notice published at 55 PR 18230 (May 1. 1990). and 1114 OG 29 (May 15. 1990). If 
the effective filing date is on or after July 1 . 1998. see the final rulemaking notice published at 63 FR 29620 (June 1 . 
1998) and 1211 OG 82 (June 23. 1998). 

□ 2. This application does not contain, as a separate part of the disclosure on paper copy, a "Sequence Listing" as 
required by 37 C.F.R. 1.821(c). 

□ 3. A copy of the "Sequence Listing" in computer readable form has not been submitted as required by 
37 C.F.R. 1.821(e). 

^ 4 A copy ofthe "Sequence Listing" in computer readable form has been submitted. However, the content of the 
computer readable form does not comply with the requirements of 37 C.F.R. 1 .822 and/or 1 .823. as indicated on the 
attached copy ofthe marked -up "Raw Sequence Listing." 

□ 5 The computer readable fomi that has been filed with this application has been found to be damaged and/or 
unreadable as indicated on the attached CRF Diskette Problem Report. A Substitute computer readable form must be 
submitted as required by 37 C.F.R. 1.825(d). 

□ 6. The paper copy ofthe "Sequence Lisfing" is not the same as the computer readable from ofthe "Sequence Listing' 
as required by 37 C.F.R. 1.821(e). 



□ 7. other: 



Applicant Must Provide: 

13 An inifial or substitute computer readable fonn (CRF) copy ofthe "Sequence Listing". 

13 An inifial or substitute paper copy of the "Sequence Listing", as well as an amendment directing its entry into the 
specificafion. 

^ A statement that the content of the paper and computer readable copies are the same and, where applicable, include 
no new matter, as required by 37 C.F.R. 1.821(e) or 1.821(f) or 1.821(g) or 1.825(b) or 1.825(d). 



For questions regarding compliance to these requirements, please contact: 

For Rules Interpretation, call (703) 308-4216 

For CRF Submission Help, call (703) 308-4212 

Patentin Software Program Support 

Technical Assistance 703-287-0200 

To Purchase Patentin Software 703-306-2600 

PLEASE RETURN A COPY OF THIS NOTICE WITH YOUR REPLY 



U.S. Patent and Trademarl< Office 



Part of Paper No. 12 





form: . 

Application Serial Number: 
Source: 

Date Processed by STIC: 




THE ATTACHED PRINTOUT EXPLAINS DETECTED ERRORS. 

PLEASE FORWARD THIS INFORMATION TO THE APPLICANT BY EITHER: 

1) mCLUDB^^ THIS PRINTOUT IN YOUR NEXT COMMUNICATION TO THE 
APPLICANT, WITH A NOTICE TO COMPLY or, 

2) TCLEPHONINGAPPLtCANTANDFAXINGACOPYOFTHISPRINTOUT.WITHA 

FOR CRF SUBMISSION QUESTIONS, PLEASE CONTACT MARK SPENCER, 703-308^212. 



FOR SEQUENCE RULES INTERPRETATION, PLEASE CONTACT ROBERT WAX, 703-308-4216. 
PATENTIN 2.1 e-mail hdp: patinl1heln@usDto.gOV or phone 703-306-4119 (R. Wax) 
PATENTIN 3.0 e-mail help: pfltin30heln(g),usDto.gov or phone 703-306-4119 (R. Wax) 

TO REDUCE ERRORED SEQUENCE LISTINGS, PLEASE USE THE CHECKER 
WRSTON 3.0 PROGRAM. ACCESSIBLE THROUGH THE U.S. PATENT AND 
TRADEMARK OFHCE WEBSITE. SEE BELOW: 



Checker Version 3.0 

The Checker Version 3.0 application is a state-of the-art Windows based software program 
employing a logical and intuitive user-interfece to check whether a sequence listing is in 
compliance with format and content rules. Checker Version 3.0 works for sequence listings 
generatedfortheoriginal version of 37 CFR §§1.821 - 1.825 effective October 1. 1990 (old 
rules) and the revisM vereioh (new effective July 1, 1998 as well as World Intellectual 
Property Organization (WIPO) Standard ST.25. 

Checker Version 3.0 replaces the previous DOS-based version of Checker, and is Y2K- 
compliant. Checker aUows public users to check sequence listings in Computer Readable form 
(CRF) before submitting them to the United States Patent and Trademark Office (USPTO^. 
Use of Checker prior to filing the sequence listing is expected to result in fewer errored sequence 
listings, thus saving time and money. 



Checker Version 3.0 can be down loaded fro '" t^"^ TISPTO website at the following address; 

http://www.uspto.gov/web/offices/pac/checker 





Sequence Listing Erroi ^^mary 



SIIQfiFSTED rORRECTION 



.,.eo=^«or. PwrLISH -ALPHA- HEADERS. WHICh'wERe'iNSERTEO BY PTO SOFTWARE 
ATTN: NEW RULES CASES: PLEASE DISREGARD ENGLISH ALKMA ncMu . Of-^ 

, Wrapped Nucleics The numberAexl at the end o( each line "wrappecT down .0 the n«xt l«.e tiPr>^. 

1 wrapped Nuc ^^^^ ^^^^ ^ ^ ^^^^ ^^^3,,^ ^ 

Please adjust your right margin to .3. as this will prevent "wrapping-. 

The amino acidnumberAext at the end of each line "wrapped " down to the next line. 0^ ^Q, 
This may occur if your file was retrieved In a word processor after creating K. 



SERIAL NUMBER: 

3Y PTO SOFT\ 



2 Wrapped Aminos 



IIH5» may vN^w. " J"— . , 'fiJtti**. 

Please adjust your right margin to .3. as this will prevent Vrapping . ^*56W^ 
The rules require that a line not exceed 72 characters in length. This includes spaces. 



Incocrect Line Length 



Non-ASCII 



6 Variable Length 



7 Patenlln ver. 2.0 "bug" 



8 Skipped Sequences 

(OLD RULES) 



9 Skipped Sequences 

(NEW RULES) 



10 Use of n's'or Xaa's 

(NEW rttjLft)' 



This file was not saved in ASCII (DOS) text, as required by the Sequence Rules. 

Please ensure your subsequent submission is saved in ASCII lex} so that it can be processed. 

Sequence(s) contain n's or Xaa's which represented more than one residue. 

As per the rules, each n or Xaa can only represent a single residue. 

Please present the maximum number of each residue having variable length and 

indicate in the (ix) feature section that some may be missing. 

A -bug" in Palentin version 2.0 has caused the <220>-<223> section to be missing from amino acid 

seauence(s) Normally. Patentin would automatically generate this section from the_ 

p/eviousljcoded nucleic acid sequence. Please manually copy the relevant <^>-^:^^^^ 
io the subsequent amino acid sequence. This applies pr.manly to the mandatory <220>.<223> 
sections for Arlincial or Unknown sequences. — - 

Sequence(s) missing. If intentional, please use the following format for each skipped sequence: 

(2) INFORMATION FOR SEQ 10 NO:X: -ocoi icmpp r-HARArTERlSTICS-1 

(i) SEQUENCE CHARACTERISTICS:(Do not insert any headings under SEQUENCE CHARACTERISTICS ) 

(xi) SEQUENCE DESCRIPTION:SEQ ID NO:X: 
This sequence is intentionally skipped 

Please also adjust the "(iii) NUMBER OF SEQUENCES:" response to include the skipped sequence(s). 

Sequence(s) missing. If intentional, please use the following format for each skipped sequence. 

<210> sequence id numticr 
«400> sequence id number 

ooo 

Use of n-s and/or Xaa's have been detected in the Sequence Listing. 
Use of <220> to r223> is MANDATORY if n-s or Xaa-s are present. 

In <220> to <223> section, please explain location of n or Xaa. and which residue n or Xaa represents. 



11 Use of <213>Organism 

(NEW RULES) 

12 Use of <220>Feature 

(NEW RULES) 



1 3 Patenttn ver. 2.0 "bug" 



Sequence(s) , 



are missing this mandatory Held or its response. 



Sequence{s) are missing the <220>Fealure and associated headings. 

Use of <220> to <223> is MANDATORY if <21 3>ORGANISM is "Artificiar or :Unknown" . - 

Please explain source of genetic material in <220> lo <223> section. 

(See federal Register; 6/01/98. Vol. 63. No. 104. pp. 29631-32) (See. i.623of new Rules) 

Please do not use "Copy to Disk" function of Patentin version 2.0. This causes a corrupted 
-me re-JOIling in missing mandaldty numeric identifiers and responses (as indicated on raw sequence l.st.ng). 
Instead please use "File Manager or any other means to copy file lo floppy disk. 



AKS -Biotechnology Systems Branch- 5/15/99 
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RAW SEQUENCE LISTING 

PAiLNT AVI^'L; CATION: US/09/580, 4 19 

I'lriiV Sf.t, : A:\MC4R.txt 

Oui.pUL S^n-.: N:\CRF3\i2202000\l3804i9, raw 



;-;ArK: 12/20/2000 



!l.0> APPl.-I CANT: Kothsch i-lc: 



Does Not Comply 
Corrected Diskette Needed 



1 .1 

i.'i 

! 6 

1 0 
21 



■ A. Mr> 

..af;{)> 



Kim, K.;.Mi fuk 
Enitu-:l.r. , ReiM-c^^a S. 

T 1 TI :E OK 1 NVEN r i CM : ^]0 1 d O'^or L i u " 
Marker for Fiji: Co^i^.ent, Wei.'jht G.'iir 
( : c ) n ? ! 1 ni p ( J . o n in A n i. m a J. s 
V I I,K R r:FE R E WCEi : ro t.hs h r i I a mc 4 r 2 
CWKHa;NT APPLlCATIfjN NUMHCK: 0'>/3Si' 
CURt-'EMT PTLVNG DATF : 2000-07- 5^ 
PFTOK APPLVCATJ.ON NUMBER: PCT/US^i-'j/A 6bO 2 
PRIOR B'lLlNG DATE; i')99-0"?-26 
NliMBER OF SEQ ID KOS : 26 
SOFTWARt:: PaLentln Ver. 2.0 



Use as a Gcnoi-ic; 



aiid/or Feed 



i 1 'j 



ERROEED SEQUENCES 



^■1 

2 

:;:(} 

2;i 
2 0 



:210> 

. 2.t ;.> 



^;213 
-'22 0 




^■.222> 
'.22 3> 
<.100> 
dcaagaa tct. 

ccr.v.acr.cqc 

t. LtcitMCtcl. 
ql.n t Ct gqqr 



porcln*-"* 



1.1 
4 2 
-13 
•M 
4^ 

E--> 46 



iEjQ ID N 0l_ 1 
LEIJGTH:<p45 
TYPE: ON 
ORv.AN ISM : 
EfJATURE: 
NAllE/KEV : 
LOCATION : 
OTHER INf ORHATiON 
SEOHENCE: 1 

qco t.t:CaCC'- 

^.■•iq 1. 1 'coao.'-j 
nr.,-: a a nr.. l.tjc 
("cay Ldcca t. 
.'jcrr.rliqcacq 
r ty i: t. <J t- 1. a t cty cc I ca t. <j 
: J t. q t. c c .i c a u q L t c .7 1 . c .J t q 
ctqqcaccat. ccgccaacjot qc-- iac:at: 
qqqLcLLt.OL cjqLCLqrLqq '^CCCcCf.V. 
cccaqaat.cc at.act.qtqi.q iiqctt.cat 
t-.-tqlarU Lc calcatc^L cc cc 19 a V 
ccttcaaaga gatcatctgt tgctat 




^vqt.act.U 
t.'^aqaaac 
g t '-i -1 a 1 .-i I 
aqor.t.qr t. 
clUCd t-t^J I- 
qtqT.COq;j 

qccaq acl 



tcatctqtaq 
r.t.^U.c.^ r.cac 
>iLaai. q'.caL 
cqatLq'.^aq^. 
ca yttaaocq 
T.t.1-.t.qtr cat 

aca tt.-.aa-iaq 
aqqqqq'~:adt 
txctccact.i,: 
rtcrjct.'iT.a^i 
oLgc^cLccq 



C'^tqqct.qtq 
OCT. a !.V-aa.-j c. 
ividci. c:i q t;q 
^(praqqtjjt. 
qqt^^qdatc 
':a"T t-.iirf.t:^ 
qq<;l..(.: Lcalq 
q.il rqccqt.c 
t-.ac<:cV.qa<n: 
aaLati.ctal: 
Ltt qtaLct.C 
fjiiqccaa'jaa 



9Cl:.qatdl-.9C 
aqc-cqqaca 
aLCLq t: ;iqc t 

dt cat.caqti. 

qc t. ictctct 
c!,cr.caqqca 
?itcrtcjatny 
aLcl.cc l.qoo 
atcctqatocj 
ctgaqgaaaa 



GO 
,12 0 

24 0 
3 v) 0 

12 0 
-U;0 
540 
b 0 0 
66 0 
7 2 it 
746 



DECEIVED 



t"ile://C:\CRF3\Outhokr Vsrl380419.htm 



! 2. 20. 00 



# 



<210> 3 
<211> 311 
<212> PRT 

<213> Homo sapiens 



g"°Lu Phe V,l se. Pro Glu Val Phe val Thr Lau Gly Val lie sa. 



Leu Leu 



Glu Asn lie Leu Val He Val Ala He Ala Lys Asn Lys Asn 



20 



25 



Leu His Ser Pro Met Tyr Phe Phe He Cys Ser Leu Ala Val Ala Asp 
35 40 

Met Leu Val Ser Val Ser Asn Gly Ser Glu Thr He He He Thr Leu 
50 55 60 

Leu Asn Ser Thr Asp Thr Asp Ala Gin Ser Phe Thr Val Asn He Asp 



mi 



65 



Asn 



70 



80 



val He ASP Ser Val He Cys Ser Ser Leu Leu Ala Ser He Cys 



Ser Leu Leu Ser 
100 



85 90 95 

He Ala Val Asp Arg Tyr Phe Thr He Phe Tyr Ala 



105 110 
Leu Gin Tyr His Asn He Met Thr Val Lys Arg Val Gly He Ser He 



115 120 
ser cys He Trp Ala Ala Cys Thr Val Ser Gly He Leu Phe He He 



130 

Tyr ser A3p Ser Ser Ala Val He He Cys Leu He Thr Met Phe Phe 



145 150 

Thr Met Leu Ala Leu Met Ala Ser Leu Tyr Val His Met Phe Leu Met 



165 



170 



Ala Arg Leu His He Lys Arg He Ala Val Leu Pro Gly Thr Gly Ala 

180 

He Arg Gin Gly Ala Asn Met Lys Gly Ala He Thr Leu Thr He Leu 



195 



200 



205 



He Gly val Phe Val Val Cys Trp Ala Pro Phe Phe Leu His Leu He 
210 215 220 

Phe Tyr He Ser Cys Pro Gin Asn Pro Tyr Cys Val Cys Phe Met Ser 



225 



230 



His Phe Asn Leu Tyr Leu He Leu He Met Cys Asn Ser He lie Asp 



245 



250 



Pro 



Leu He Tyr Ala Leu Arg Ser Gin Glu Leu Arg Lys Thr Phe Lys 
260 265 



900 



Glu lie He Cys Cys Tyr Pro Leu Gly Gly Leu Cys Asp Leu Ser Ser 
275 280 285 

Arg Tyr Ala Pro Pro Glu Asn Asp IlefxaaJval He Cys Asn Phe He 
290 295 I / 300 

Asp Glu Asn Thr He Ala Leu 
305 310 




VERIFICATION SCMMAHY ^^^^^^ H^^X't"'' 

PAIKNT APPLiCA'JlOi;: US/09/3 80,419 TiM^-: ::>- -^:^:^ 

input: Sot. : A:\MC4R.txt 

.rutput Srt: N:\CRF3\l2202000\l380419.raw 

r:';;;,:.-;^^ M.nd.torv Koa..ro missing. <:^20. nor. iouno fo. SK- 1.-:.^ 

■'mh p- -.8 V.' l-UiTPl^tor/ Kp:.t-ure fni-^ii:-^. "J^l^ not rout.O lor ^l-. .u^; : ^ 
... Mu.n.tor. ^^:^.^.n;.■ .liss.i.r. :2 y2> not L'^u^i SL- : ^ 



Hie:. C: CRF3'Ou[hoid Ysrl380419.him 



